2018
PhD research opportunities
Seeking the brightest graduates
to advance your career in
industry supported world-class
bioscience research

Apply today
Current projects
The successful candidates will receive:
• A $30,000 p.a (tax-free) scholarship for
three years
• Training in Australia’s first integrated
agricultural systems biology research
centre, AgriBio
• Professional development programs
• International travel opportunities

PhD research opportunities in area
wide management of vegetable
diseases and innovative detection
methods of fungal pathogens

The research projects are based at the
following locations:
• AgriBio, the Centre for
AgriBiosciences, Melbourne, Australia
• Department of Agriculture and
Fisheries, Brisbane, Queensland
Successful applicants must meet Australian University
entry requirements for a Doctor of Philosophy degree.
For enquiries and to apply, please forward a covering letter,
your curriculum vitae (please include evidence of research
writing) and academic transcripts to:
Kendra Whiteman
Visitor and Student Coordinator
Agriculture Victoria Research
Kendra.whiteman@ecodev.vic.gov.au
+61 03 9032 7065

Closing date for applications: 15 June 2018

• A genomics approach to understanding
the diversity and biology of phytoplasmas
threatening vegetable production in Australia
To improve understanding of the epidemiology of
phytoplasmas to facilitate the development area wide
management strategies for phytoplasmas infecting
Australian vegetable crops. Genomics based tools will be
used to understand the diversity of vegetable infecting
phytoplasmas and to identify their vectors and alternative
weed hosts.

• Targeted surveillance strategies to support
area wide management of viruses in vegetable
crops
To analyse the risk of weeds in the spread of viruses
within the vegetable industry. A targeted next generation
sequencing (NGS) method will be developed, using
Cucumber green mottle mosaic virus (CGMMV) as a model,
and applied as a simple surveillance strategy to detect
viruses in pooled samples of weeds and in pollen from bee
hives. The interaction between CGMMV and weed hosts will
be studied using NGS and quantitative RT-PCR to estimate
the risk posed by weeds in the spread of this virus.

• Elucidating the epidemiology of bacterial
crown and fruit rot, an unusual Pseudomonad
disease of zucchini
To confirm the identity of the causal agent of a new
bacterial disease of commercial zucchini and elucidate its
epidemiology. Genomic and traditional plant bacteriology
approaches will be applied to identify the pathogen,
develop a diagnostic test for its routine detection and to
investigate modes spread, survival and entry pathways of
the pathogen.

• Innovative plant pathogen surveillance
using metabarcoding and NGS on spore
trap contents
Investigate the use of metabarcoding and Next Generation
Sequencing (NGS) to identify fungal species caught in
surveillance traps. The goal is to identify multiple species
in the one test and explore quantification, to the species
level, of trapped organisms.

